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Acidic phosphelipid
Poly(L-lysine); Conformational change; Phospholipid vesicle;
Circular dichroism (Fukushima, XK. (34) 83)

Actin
Sol-gel processing; Vitrification; Actinin, a-; Cryotolerance
(Pruli¢re, G. (34) 311)

Actinin, a-
Sol-gel processing; Vitrification; Actin; Cryotolerance (Pruliére,
G. (34) 311)

Additive scheme
Amino acid; Partial volume; Temperature dependence;
Solute-water interaction (Kharakoz, D.P. (34) 115)

Allosteric model
Binding cooperativity; Cooperative coupling (Czerlinski, G.H.
(34) 169)

Amino acid
Partial volume; Temperature dependence; Solute-water inter-
action; Additive scheme (Kharakoz, D.P. (34) 115)

Amino acid sequence

Hydrophobicity; Protein morphology; Membrane protein;
Protein, soluble; Fourier transformation (Yanagihara, N. (34)
69)

Anion binding
Cytochrome ¢; Microcalorimetry; Molten globule (Potekhin, S.
(34) 55)

Aromatic amino acid residue
Botulinum neurotoxin; Second-derivative spectrum; Circular
dichroism, near-ultraviolet (Singh, B.R. (34) 259)

rA U,
Ultraviolet absorbance spectroscopy; Differential scanning
calorimetry; DSC deconvolution (Ohms, 1. (34) 137)

Binding cooperativity
Allosteric model; Cooperative coupling (Czerlinski, G.H. (34)
169)

Binding degree, number average

Membrane osmometry; Vapor pressure osmometry; Molecular
weight, number average; Osmotic coefficient; Binding poly-
nomial; Equilibrium constant; Nonideal term (Adams, Jr, E.T.
(34) 143)
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Binding polynomial

Membrane osmometry; Vapor pressure osmometry; Binding
degree, number average; Molecular weight, number average;
Osmotic coefficient; Equilibrium constant; Nonideal term
(Adams, Jr, E.T. (34) 143)

Botulinum neurotoxin
Aromatic amino acid residue; Second-derivative spectrum; Cir-
cular dichroism, near-ultraviolet (Singh, B.R. (34) 259)

Calorimetry
B-Lactoglobulin; Protein conformation; Thermal denaturation;
Circular dichroism (Lapanje, S. (34) 155)

Carboxyfluorescein leakage
Liposome; Membrane fluidity; Fourier transform infrared
spectroscopy; Tetradecanoylphorbol 13-acetate, 12-0-; Teleo-
cidin (Nam, K.-Y. (34) 43)

Cell volume
Erythrocyte; Water content; Osmolarity; Gas-liquid chro-
matography; (Human) (Kageyama, K. (34) 79)

Circular dichroism

Poly(1-lysine); Conformational change; Acidic phospholipid;
Phospholipid vesicle (Fukushima, K. (34) 83)
B-Lactoglobulin; Protein conformation; Thermal denaturation;
Calorimetry (Lapanje, S. (34) 155)

Circular dichroism, near-ultraviolet
Botulinum neurotoxin; Aromatic amino acid residue;
Second-derivative spectrum (Singh, B.R. (34) 259)

Conformational change
Poly(L-lysine); Acidic phospholipid; Phospholipid vesicle; Cir-
cular dichroism (Fukushima, K. (34) 83)

Conformational transition
Polyelectrolyte theory; Poly(a-L-glutamic acid); Potentiometric
titration; Dissociation constant, proton (Paoletti, S. (34) 301)

Cooperative coupling .
Binding cooperativity; Allosteric model (Czerlinski, G.H. (34)
169)

Critical phenomenon
Data analysis; Hemoglobin (Di Cera, E. (34) 239)

Cryotolerance
Sol-gel processing; Vitrification; Actin; Actinin, «- (Pruli¢re,
G. (34) 311) .
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Cytochrome ¢ ,
Microcalonmetry; Anion binding; Molten globule (Potekhin,
S. (34) 55)

Data analysis
Thermodynamics; Hemoglobin (Di Cera, E. (34) 19)
Critical phenomenon; Hemoglobin (Di Cera, E. (34) 239)

Decay-lifetime distribution
Fluorescence decay; Method of moments analysis (Libertini,
L.1. (34) 269)

Dielectric constant
Ion pair; Membrane transport; Membrane permeability; Mem-
brane, artificial (Conroy, C.W. (34) 177)

Differential scanning calorimetry
A ;U;; Ultraviolet absorbance spectroscopy; DSC deconvolu-
tion (Ohms, J. (34) 137)

Dipole potential

Substance P; Lipid bilayer membrane; Peptide-membrane in-
teraction; Fixed-charge surface potential (Sargent, D.F. (34)
103)

Dissociation constant, proton
Conformational transition; Polyelectrolyte theory; Poly(e-L-
glutamic acid); Potentiometric titration (Paoletti, S. (34) 301)

DNA
Superhelix; Dynamic light scattering; Rotational diffusion;
Polymer internal motion (Langowski, J. (34) 9)

DNA chemical probe
DNA structure; Osmium tetroxide ligand (Palegek, E. (34) 63)

DNA structure
Osmium tetroxide ligand; DNA chemical probe (Paledek, E.
(34) 63)

DSC
Phosphate buffer; Freeze concentration: Salt precipitation;
Eutectic; Supersaturation (Murase, N. (34) 293)

DSC deconvolution
rA ;U,; Ultraviolet absorbance spectroscopy; Differential scan-
ning calorimetry (Ohms, J. (34) 137)

Dye-lipid binding
Fluorescence intensity; Oxonol; Kinetics; Stopped-flow; Un-
ilamellar vesicle (Clarke, R.J. (34) 225)

Dynamic light scattering
DNA; Superhelix; Rotational diffusion; Polymer internal mo-
tion (Langowski, J. (34) 9)

Electrical oscillator
Nonlinearity; Sensor, chemical (Nakata, S. (34) 201)

Equilibrium constant

Membrane osmometry; Vapor pressure osmometry; Binding
degree, number average; Molecular weight, number average;
Osmotic coefficient; Binding polynomial; Nonideal term
(Adams, Jr, ET. (34) 143)

Erythrocyte
Water content; Cell volume; Osmolarity; Gas-liquid chro-
matography; (Human) (Kageyama, K. (34) 79)

Eutectic
Phosphate buffer; Freeze concentration: Salt precipitation;
DSC; Supersaturation (Murase, N. (34) 293)

Fixed-charge surface potential
Substance P; Lipid bilayer membrane; Peptide-membrane in-
teraction; Dipole potential (Sargent, D.F. (34) 103)

Fluorescence

Membrane fusion; Fusion model; Self-quenching fluorophore;
Probe redistribution (Chen, Y. (34) 283)
Fluorescence decay -
Decay-lifetime  distribution; Method of moments analysis
(Libertini, L.J. (34) 269)

Fluorescence intensity

Hydration force; Ionic strength; Lipid vesicle; Membrane
fluidity; Phosphatidylcholine; Pyrene; Fusion, transient
(L’Heureux, G.P. (34) 163)

Oxonol; Kinetics; Stopped-flow; Dye-lipid binding; Unilamel-
lar vesicle (Clarke, R.J. (34) 225)

Fourier transformation
Amino acid sequence; Hydrophobicity; Protein morphology;
Membrane protein; Protein, soluble (Yanagihara, N. (34) 69)

Fourier transform infrared spectroscopy

Liposome; Membrane fluidity; Carboxyfluorescein leakage;
Tetradecanoylphorbol 13-acetate, 12-0-; Teleocidin (Nam,
K.-Y. (34) 43)

Freeze concentration: Salt precipitation
Phosphate buffer; Eutectic; DSC; Supersaturation (Murase, N.
(34) 293)

Fusion model
Membrane fusion; Self-quenching fluorophore; Fluorescence;
Probe redistribution (Chen, Y. (34) 283)

Fusion, transient

Fluorescence intensity, Hydration force; lonic strength; Lipid
vesicle; Membrane fluidity; Phosphatidylcholine; Pyrene
(L’Heureux, G.P. (34) 163)



Gas-liquid chromatography
Erythrocyte; Water content; Cell volume; Osmolarity; (Hu-
man) (Kageyama, K. (34) 79)

Hemoglobin
Data analysis; Thermodynamics (Di Cera, E. (34) 19)
Data analysis; Critical phenomenon (Di Cera, E. (34) 239)

Hydration force

Fluorescence intensity; lonic strength; Lipid vesicle; Mem-
brane fluidity; Phosphatidylcholine; Pyrene; Fusion, transient
(L’Heureux, G.P. (34) 163)

Hydraulic conductivity
Polymer; Water flow; Proteoglycan; Osmotic pressure (Com-
per, W.D. (34) 127)

Hydrogen bonding
Infrared spectroscopy; NMR; Nucleobase (Molina, M. (34) 1)

Hydrolytic reaction
Liposome; Polypeptide catalyst; Substrate ; selectivity; Mem-
brane fluidity (Yagi, Y. (34) 35)

Hydrophabicity

Amino acid sequence; Protein morphology; Membrane pro-
tein; Protein, soluble; Fourier transformation (Yanagihara, N.
(34) 69)

Infrared spectroscopy
Hydrogen bonding; NMR; Nucleobase (Molina, M. (34) 1)

Ionic strength

Fluorescence intensity; Hydration force; Lipid vesicle; Mem-
brane fluidity; Phosphatidylcholine; Pyrene; Fusion, transient
(L’Heureux, G.P. (34) 163)

Ton pair
Membrane transport; Membrane permeability; Dielectric con-
stant; Membrane, artificial (Conroy, C.W. (34) 177)

Kedem-Katchalsky-Zelman model
Membrane transport (Slgzak, A. (34) 91)

Kinetics
Fluorescence intensity; Oxonol; Stopped-flow; Dye-lipid bind-
ing; Unilamellar vesicle (Clarke, R.J. (34) 225)

B-Lactoglobulin
Protein conformation; Thermal denaturation; Calorimetry;
Circular dichroism (Lapanje, S. (34) 155)

Lipid bilayer membrane
Substance P; Peptide-membrane interaction; Fixed-charge
sutface potential; Dipole potential (Sargent, D.F. (34) 103)
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Lipid vesicle

Fluorescence intensity; Hydration force; Ionic strength; Mem-
brane fluidity; Phosphatidylcholine; Pyrene; Fusion, transient
(L’Heureux, G.P. (34) 163)

Liposome

Hydrolytic reaction; Polypeptide catalyst; Substrate ; selectiv-
ity; Membrane fluidity (Yagi, Y. (34) 35)

Membrane fluidity; Carboxyfluorescein leakage; Fourier trans-
form infrared spectroscopy; Tetradecanoylphorbol 13-acetate,
12-0-; Teleocidin (Nam, K.-Y. (34) 43)

Membrane, artificial
Ion pair; Membrane transport; Membrane permeability; Di-
electric constant (Conroy, C.W. (34) 177)

Membrane fluidity

Hydrolytic reaction; Liposome; Polypeptide catalyst; Sub-
strate ; selectivity (Yagi, Y. (34) 35)

Liposome; Carboxyfluorescein leakage; Fourier transform in-
frared spectroscopy; Tetradecanoylphorbol 13-acetate, 12-O-;
Teleocidin (Nam, K.-Y. (34) 43)

Fluorescence intensity; Hydration force; Ionic strength; Lipid
vesicle; Phosphatidylcholine; Pyrene; Fusion, transient
(L’Heureux, G.P. (34) 163)

Membrane fusion
Fusion model; Self-quenching fluorophore; Fluorescence;
Probe redistribution (Chen, Y. (34) 283)

Membrane osmometry

Vapor pressure osmometry; Binding degree, number average;
Molecular weight, number average; Osmotic coefficient; Bind-
ing polynomial; Equilibrium constant; Nonideal term
(Adams, Jr, ET. (34) 143)

Membrane permeability
Ion pair; Membrane transport; Dielectric constant; Mem-
brane, artificial (Conroy, C.W. (34) 177)

Membrane protein

Amino acid sequence; Hydrophobicity; Protein morphology;
Protein, soluble; Fourier transformation (Yanagihara, N. (34)
69)

Membrane transport

Kedem-Katchalsky-Zelman model (slgzak, A. (34) 91)

Ion pair; Membrane permeability; Dielectric constant; Mem-
brane, artificial (Conroy, C.W. (34) 177)

Method of moments analysis
Fluorescence decay; Decay-lifetime distribution (Libertini, L.J.
(34) 269)

Microcalorimetry
Cytochrome ¢; Anion binding; Molten globule (Potekhin, S.
(34) 55)
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Molecular weight, number average

Membrane osmometry; Vapor pressure osmometry; Binding
degree, number average; Osmotic coefficient; Binding poly-
nomial; Equilibrium constant; Nonideal term (Adams, Jr, E.T.
(34) 143)

Molten globule
Cytochrome ¢; Microcalorimetry; Anion binding (Potekhin, S.
(34) 55)

Monte-Carlo simulation
Secondary structure; RNA replication; Pause site (Fernandez,
A. (34 29)

Multiple-minima problem
Polymer, inhomogeneous; Protein folding; Replica trick; Spin
glass (Shakhnovich, E.I. (34) 187)

NMR
Hydrogen bonding; Infrared spectroscopy; Nucleobase (Mo-
lina, M. (34) 1)

Nonideal term

Membrane osmometry; Vapor pressure osmometry; Binding
degree, number average; Molecular weight, number average;
Osmotic coefficient; Binding polynomial; Equilibrium con-
stant (Adams, Jr, ET. (34) 143)

Nonlinearity
Electrical oscillator; Sensor, chemical (Nakata, S. (34) 201)

Nucleobase
Hydrogen bonding; Infrared spectroscopy; NMR (Molina, M.
GH1

Nucleoside
Ultrasound velocity; Partial molar compressibility; Partial
molar volume (Buckin, V.A. (34) 211)

Osmium tetroxide ligand
DNA structure; DNA chemical probe (Palegek, E. (34) 63)

Osmolarity
Erythrocyte; Water content; Cell volume; Gas-liquid chro-
matography; (Human) (Kageyama, K. (34) 79)

Osmotic coefficient

Membrane osmometry; Vapor pressure osmometry; Binding
degree, number average; Molecular weight, number average;
Binding polynomial; Equilibrium constant; Nonideal term
(Adams, Jr, E-T. (34) 143)

Osmotic pressure
Hydraulic conductivity; Polymer; Water flow; Proteoglycan
(Comper, W.D. (34) 127)

Oxonol
Fluorescence intensity; Kinetics; Stopped-flow, Dye-lipid
binding; Unilamellar vesicle (Clarke, R.J. (34) 225)

Partial molar compressibility
Ultrasound velocity; Partial molar volume; Nucleoside (Buckin,
V.A. (34) 211)

Partial molar volume
Ultrasound velocity; Partial molar compressibility; Nucleoside
(Buckin, V.A. (34) 211)

Partial volume
Amino acid; Temperature dependence; Solute-water interac-
tion; Additive scheme (Kharakoz, D.P. (34) 115)

Pause site
Secondary structure; RNA replication; Monte-Carlo simula-
tion (Fernandez, A. (34) 29)

Peptide-membrane interaction
Substance P; Lipid bilayer membrane; Fixed-charge surface
potential; Dipole potential (Sargent, D.F. (34) 103)

Phosphate buffer
Freeze concentration: Salt precipitation; Eutectic; DSC; Su-
persaturation (Murase, N. (34) 293)

Phosphatidylcholine

Fluorescence intensity; Hydration force; lonic strength; Lipid
vesicle; Membrane fluidity; Pyrene; Fusion, transient
(L’'Heureux, G.P. (34) 163)

Phospholipid vesicle
Poly(r-lysine); Conformational change; Acidic phospholipid;
Circular dichroism (Fukushima, K. (34) 83)

Poly(«-L-glutamic acid)

Conformational transition; Polyelectrolyte theory; Potentio-
metric titration; Dissociation constant, proton (Paoletti, S. (34)
301)

Polyelectrolyte theory

Conformational transition; Poly(a-L-glutamic acid); Potentio-
metric titration; Dissociation constant, proton (Paoletti, S. (34)
301)

Poly(r-lysine)
Conformational change; Acidic phospholipid; Phospholipid
vesicle; Circular dichroism (Fukushima, K. (34) 83)

Polymer
Hydraulic conductivity; Water flow; Proteoglycan; Osmotic
pressure {Comper, W.D. (34) 127)

Polymer, inhomogeneous
Protein folding; Replica trick; Spin glass; Multiple-minima
problem (Shakhnovich, E.I. (34) 187)



Polymer internal motion
DNA; Superhelix; Dynamic light scattering; Rotational diffu-
sion (Langowski, 1. (34) 9)

Polypeptide catalyst
Hydrolytic reaction; Liposome; Substrate ; selectivity; Mem-
brane fluidity (Yagi, Y. (34) 35)

Potentiometric titration

Conformational transition; Polyelectrolyte theory; Poly(a-1-
glutamic acid); Dissociation constant, proton (Paoletti, S. (34)
301)

"Probe redistribution
Membrane fusion; Fusion model; Self-quenching fluorophore;
Fluorescence (Chen, Y. (34) 283)

Protein conformation
B-Lactoglobulin; Thermal denaturation; Calorimetry; Circular
dichroism (Lapanje, S. (34) 155)

Protein folding
Polymer, inhomogeneous; Replica trick; Spin glass; Multiple-
minima problem (Shakhnovich, E1. (34) 187)

Protein morphology

Amino acid sequence; Hydrophobicity; Membrane protein;
Protein, soluble; Fourier transformation (Yanagihara, N. (34)
69)

Protein, soluble

Amino acid sequence; Hydrophobicity; Protein morphology;
Membrane protein; Fourier transformation (Yanagihara, N.
(34) 69)

Proteoglyean
Hydraulic conductivity; Polymer; Water flow; Osmotic pres-
sure (Comper, W.D. (34) 127)

Pyrene

Fluorescence intensity; Hydration force; lonic strength; Lipid
vesicle; Membrane fluidity; Phosphatidyicholine; Fusion, tran-
sient (L’'Heureux, G.P. (34) 163)

Replica trick
Polymer, inhomogeneous; Protein folding; Spin glass; Multi-
ple-minima problem (Shakhnovich, E.I. (34) 187)

RNA replication
Secondary structure; Pause site; Monte-Carlo simulation
(Fernandez, A. (34) 29)

Rotational diffusion
DNA; Superhelix; Dynamic light scattering; Polymer internal
motion (Langowski, J. (34) 9)
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Secondary structure
RNA replication; Pause site; Monte-Carlo simulation
(Fernindez, A, (34) 29)

Second-derivative spectrum
Botulinum neurotoxin; Aromatic amino acid residue; Circular
dichroism, near-ultraviolet (Singh, B.R. (34) 259)

Selectivity
Hydrolytic reaction; Liposome; Polypeptide catalyst; Sub-
strate ; Membrane fluidity (Yagi, Y. (34) 35)

Self-quenching fluorophore
Membrane fusion; Fusion model; Fluorescence; Probe redistri-
bution (Chen, Y. (34) 283)

Sensor, chemical
Nonlinearity; Electrical oscillator (Nakata, S. (34) 201)

Sol-gel processing
Vitrification; Actin; Actinin, a-; Cryotolerance (Pruliére, G.
(34) 311)

Solute-water interaction
Amino acid; Partial volume; Temperature dependence; Ad-
ditive scheme (Kharakoz, D.P. (34) 115)

Spin glass
Polymer, inhomogeneous; Protcin folding; Replica trick; Mul-
tiple-minima problem (Shakhnovich, E.I. (34) 187)

Stopped-flow
Fluorescence intensity; Oxonol; Kinetics; Dye-lipid binding;
Unilamellar vesicle (Clarke, R.J. (34) 225)

Substance P

Lipid bilayer membrane; Peptide-membrane interaction;
Fixed-charge surface potential; Dipole potential (Sargent, D.F.
(34) 103)

Substrate
Hydrolytic reaction; Liposome; Polypeptide catalyst; selectiv-
ity; Membrane fluidity (Yagi, Y. (34) 35)

Superhelix
DNA,; Dynamic light scattering; Rotational diffusion; Polymer
internal motion (Langowski, J. (34) 9)

Supersaturation
Phosphate buffer; Freeze concentration: Salt precipitation;
Eutectic; DSC (Murase, N. (34) 293)

Teleocidin

Liposome; Membrane fluidity; Carboxyfluorescein leakage;
Fourier transform infrared spectroscopy; Tetradecanoylphor-
bol 13-acetate, 12-0- (Nam, K.-Y. (34) 43)
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Temperature dependence
Amino acid; Partial volume; Solute-water interaction; Additive
scheme (Kharakoz, D.P. (34) 115)

Tetradecanoylphorbol 13-acetate, 12-0-

Liposome; Membrane fluidity; Carboxyfluorescein leakage;
Fourier transform infrared spectroscopy; Teleocidin (Nam,
K.-Y. (34) 43)

Thermal denaturation
B-Lactoglobulin; Protein conformation; Calorimetry; Circular
dichroism (Lapanje, S. (34) 155)

Thermodynamics
Data analysis; Hemoglobin (Di Cera, E. (34) 19)

Ultrasound velocity
Partial molar compressibility; Partial molar volume; Nucleo-
side (Buckin, V.A. (34) 211)

Ultraviolet absorbance spectroscopy
rA ;U,; Differential scanning calorimetry; DSC deconvolution
(Ohms, J. (34) 137)

Unilamellar vesicle
Fluorescence intensity; Oxonol; Kinetics; Stopped-flow; Dye-
lipid binding (Clarke, R.J. (34) 225)

Vapor pressure osmometry
Membrane osmometry; Binding degree, number average;
Molecular weight, number average; Osmotic coefficient; Bind-
ing polynomial; Equilibrium constant; Nonideal term
(Adams, Jr, E.T. (34) 143)

Vitrification
Sol-gel processing; Actin; Actinin, a-; Cryotolerance (Pruliére,
G. (34) 311)

Water content
Erythrocyte; Cell volume; Osmolarity; Gas-liquid chromatog-
raphy; (Human) (Kageyama, K. (34) 79)

Water flow
Hydraulic conductivity; Polymer; Proteoglycan; Osmotic pres-
sure (Comper, W.D. (34) 127)



